Table S4. Compiled intracellular metabolome data for Phaeobacter inhibens DSM 17395 during growth with 0.8 mM ammonium (set

n-Fold change in metabolite abundance (relative to 30 h)

Metabolites 15h 20 h 25h 40 h 50 h 60 h 75h 90 h

Metabolites with nitrogen

Amino acids and derivatives

Alanine 334+054| 244+044 110£021 111023 092019 047017
Aspartate 5782001 BIEE0NS) 055006 115014 1.65+0.29 0.50:+0.15 n.d. n.d.
B-Alanine 335:053 |300£034 157:019 097010 0.44%0.07 n.d. nd.
Glutamate 1.89£0.20 1.84+013 0.85+0.09 121+005 0.95+0.08  0.33:0.08 [NEED 0.00 0
Glycine 1.63+£0.09 1.05:0.06 1.32:011 1.07+0.07 [0.37£0.06 0.00£0 0.00 +0
Homoserine 170£0.22 1.33+0.14 091£0.07 084+006 094%014 0.95+009 1.25:0.10 1.61+0.15
Isoleucine 1.75+042 139+031 061011
Leucine YN RCRERFN (3501740 200£1.09 074+0.25 | 0.26+010 091:074 0.47+0.15
Methionine 396+041 185:020 146+016 0.63+010 052%0.15 nd.

N -Acetyl-glutamate 148+047 163+044 1.06+0.21 143%025 0.77+0.18 | 0.38%0.09 n.d.

N N -Dimethylglycine 0.40+0.06 044:006 076011 1.38+020 200+028 0.63%0.17

O -Acetyl-serine 1.67+£0.27  1.04+0.09 nd. n.d. n.d.

Phenylalanine 2.62+048 205+017 133+012 [436%035 0.48x0.04 n.d.

Proline 328+063 [334:076 126020 1.00+025 053:009 031007 [HCCEED

Pyroglutamate 240£0.29 214+026 141+015 1.08+012 061+010 | 0.25+005 [EENEL

Serine 244+053 235:032 1.06+019 147+028 121+017 |0.39+0.07 | 024%0.14

2-Methyl-serine 1.09+011 1.02+011 120£013 097+014 119%015 119:0.21 nd.

Threonine 376%026 | [2:92£0:19' 1.27+009 1.28+0.09 0.61+0.06 | 0:33%0.07 n.d. n.d.
Valine 7332076 | 437:067 146+012 086+005 [0.32+002 [JOHSEO0N

Biogenic amines and dipeptides

Glycyl-glycine ICREYEN BEOEEEX o0s84:017 [8d7%027] 1.15+024 [0.20%0.06 nd. nd.
Putrescine PSRN EEYESN 161:019 1.84%011 058+010 0.75+0.18 nd. nd.

Nucleotides

Cytosine REPEECE IFPEETX 092:018 129:025 |NEEEEEK nd. nd. nd.
Thymine 357090 |445+115 133:033 117:033 0.73:023 | 024%0.06 n.d. nd.
Uracil 367122 | 323115 109:038 1.02:+039 0.55:025 | 0.28+0.11 0.37 nd.
Amino alcohols

Diethanolamine |EE0840) a4 170+029 112+016 0.99+0.16 0.61+0.15 n.d. n.d.
Ethanolamine 131£015 076+009 081%022 074:009 070+011 | 039:008 [N KT
Carboxylates (and derivatives)

3-Aminoisobutanoate 420%053 [473£046' 149:016 0.83:009 0.54:006 0.43%0.08 nd. nd.
4-Aminobutanoate 0288182 723 5099] 137+020 1.23+0.17 nd. n.d. n.d. n.d.
5-Aminopentanoate 1.61 + 0.20 1.54 +£0.20 0.76 + 0.09 3.38+0.42 1.31+0.21 0.98 + 0.35 n.d. n.d.
Iminodiacetate 430+0.73 203:112 [267%030| 040+004 [021:003 [N n.d. n.d.
Nicotinate 139+0.13 1.39+0.18 113:015 [JEIGOMI0BH < 284£033 0.77+0.11 n.d. n.d.
Nicotinamide 252086 [[259£090] 077010 0.63+0.09 218%0.70 136%0.42 n.d. n.d.
Sugars

N -Acetylglucosamine 1.74 +£0.17 1.63+0.19 2.65 * 0.62 1.07 £ 0.08 0.75 £ 0.05 n.d. n.d. n.d.

Metabolites without nitrogen

Glycolysis (ED and EMP pathway)

Glucose 0.99+0.06 0.88+0.06 148+012 0.56+003 [0.30%0.02 | 020%0.02
Hexose-6-phosphate n.d. _ 0.74 +0.26 0.54+0.18 n.d. n.d. n.d. n.d.
Glucono-1,5-lactone 0.40+008 | 037004 206:0.30 | 026+003 [IEECEGH2 n.d.
2-Keto-3-deoxy-gluconate (KDG) 0.93+0.10 0.52 +0.06 2.05+0.17 1.44+0.14 0.30 + 0.05 n.d. n.d.
Dihydroxyacetone-phosphate 0.85+0.15 n.d. 1.08 + 0.05 0.69 +0.04 0.41 + 0.09 n.d. n.d. n.d.
1,3-Dihydroxyacetone 1.02£014 093%015 152%021 084%011 0.65%010 0.54+0.07 n.d. nd.
Fructose 0.88+014 1.40%0.15 149%010 0.64+0.14 |0.35%002 | 0.32+0.03 nd.
Fructose-1-phosphate n.d. _ 0.76 + 0.27 0.50+0.16 n.d. n.d. n.d. n.d.
Fructose-6-phosphate n.d. 0.86 0.95 +0.12 0.55 +0.07 n.d. n.d. n.d. n.d.
3-Phosphoglycerate 0.29£003 [020£003 071:013 |034%003 053:014 [EECEEES n.d. n.d.
2-Phosphoglycerate 1.19+0.13 0.99 +0.07 1.11 + 0.09 0.82 +0.05 0.81 + 0.09 n.d. n.d. n.d.
Phosphoenolpyruvate 1.50 + 0.13 1.26 + 0.09 1.32+0.12 0.84 +0.05 0.62 + 0.07 n.d. n.d. n.d.
Pyruvate 081015 [0:39£0.04 089:013 094:009 |039z007 [FiEGGEE DEE0GE EEEE6E
TCA cycle

Citrate 0.90+029 [0.831£040 0.93+0.16 [0.31£005 043011 052+018 0.41+0.14 nd.
2-Oxoglutarate 0.99+013 0.68+004 153010 1.35:0.10 048+005 | 0.31+0.03 n.d. nd.
Succinate 208+027 241%042 230£039 143%023 077%014 | 029:006 [CXZEIH ICXEELXH
Fumarate 2384035 236+043 163%022 143%025 088014  0.30%0.05

Malate 219+0.28 128+014 213%020 175:021 047:0.06 [JONSE002] n.d. n.d.
Phospholipids

Glycerol-3-phosphate 0.65+0.08 [0:21£0.02 081007 0.69+006 [0.38%004 [EENEE0E n.d. nd.
Glycerophosphoglycerol 0.35+0.16 [JONMEEOIA] 039009 130028 0.82+0.43 n.d. n.d. n.d.
Octanoate (Cg) 1.04+034 053%019 069%024 058%020 071%0.23 074%025 0.70+024 0.83+0.30
3-Hydroxydecanoate (C100,3.01) 1224015 086%012 093%014 082%011 084%015 065012 046007 0.56+0.09
Dodecanoate (Ciz) 133£017 1.08%016 1.01%014 110%028 097+013 1.00+014 1.07+014 145%0.18
Tetradecanoate (Ci40) 134£012 1.39%012 129%016 1.07%020 071%010 071+008 063+008 1.02+0.07
Hexadecanoate (Cy50) 1304027 1.62+0.33 148+037 104%022 054%021 0.66+024 074014 1.31+0.26
Octadecanoate (Cig0) 0.87+020 1.00£020 1.30+031 1.03+0.16 0.50+028 | 039£016 053+011 113+0.30

Octadecenoate (Cig:1) 1.27+0.21 0.95+0.20 1.00 £ 0.20 0.72+0.12 0.75+0.16 0.71+0.18 n.d. n.d.




Table S4 continued

n-Fold change in metabolite abundance (relative to 30 h)

Metabolites 15h 20h 25h 40h 50 h 60h 75h 90h
Carboxylates
2-Hydroxybutanoate 139+0.12 117+007 109+011 095%0.07 0.82%0.10 070+0.07 0.80%0.10 1.03+0.10
3-Hydroxybutanoate 0.89+008 1.08:0.10 [[B06%031 [[877£0141
4-Oxobutanoate 143+020 129+017 118+016 099%0.14 0.68+0.09 051%0.08 n.d. n.d.
Benzoate 124+025 1.03+021 122026 085%0.16 0.97+0.17 061011 075:0.12 0.94+0.14
Erythronate 1.02+010 135015 140:012 0.62%0.05 | 0.38%0.04 n.d. n.d.
Glycerate 0.66+0.10 061+010 070+0.11 052+007 201+038 |251+054 [034£004 048007
2-Hydroxyglutarate 0.66+008 045:004 150:0.17 141+0.14 |038+005 | 0.33+0.08 n.d. nd.
Lactate 089+022 063+015 100:031 115+035 |041£013 050+021 [033£010 047+0.10
Malonate 1.07+0.18 1.32+020 124020 112%019 0.73%0.11 060£0.09 0.76+0.10  0.96+0.13
2-Methyimalate 089+0.11 088012 075:009 081+010 057007 |030£0.03 [021%0.03 n.d.
Succinate methylester 207+023 219+034 127019 104%017 107£0.13 103%0.13 131%0.13 1.69+0.17
Tartrate 405:049 [FEEFFEN [461£053 127:o010 [IHEEEG0EN nd. nd.
Threonate 2.76 + 0.42 1.82+0.16 097+008 | 0.30%0.02 n.d. n.d. n.d.
Toluate 162+013 163+017 120012 093%009 0.83+0.08 048%0.06 |035%0.06 0.57+0.06
Sugars
1,6-Anhydroglucose 225+024 198023 222:031 1.06+0.12 n.d. n.d. 0.61+0.13
6-Deoxymannose AWEENO 131:008 151+013 071+0.05 0.68+010 047%003  0.74+0.09
Arabinoate 0.63+0.04 075+004 1.60+0.09 0.78+0.04 [0:33%002 |0.20+0.01 n.d. n.d.
Erythrose/threose 060012 0.70+0.16 092+021 0.88+017 059+012 053+0.08 053+0.10 0.66%0.12
Galactarate 1054026 219+053 181%027 096+0.08  0.55:0.09 n.d. d. nd.
Gluconate 041+009 047+011 153+0.18 048003 [020:007 [IEHGEGHH n.d.
Glucoheptonate-1,4-lactone 0.89+0.06 091+0.15 1.22:+0.09 098+0.08  0.490.08 n.d. n.d. nd.
Gluconate-1,4-lactone 1194040 064+0.24 [290%080] 050£017 055£0.17 1.40+052 0.45%0.17 [0.24%0.07
Glucuronate-3,6-lactone 1.68+0.33 203018 1.01+0.08 0,08 nd. n.d.
Ribose/xylose 1.02+0.09 093+0.08 100+008 087+006 0.80+0.06 068+0.05 054%007 [ 0.36%0.06
Ribose-/xylose-5-phosphate 1.10+0.26 0.64 +0.14 0.94 +0.17 0.94 +0.15 0.63 + 0.29 0,45 n.d. n.d.
Unclassified
Borate 0.73+ 0.22 [[368%056 130+023 [260%£041] 0.66+0.34 JOEEEeA 038 + 0.09
Diphosphate 1.40£0.64 127+054 149+051 125%052 0.44£0.18 0.22+0.06  0.34+0.10
Phosphate 1224026 091+017 1.09+029 093%017 0.69+021  0.41%0.09 0.24 +0.05
Phosphate monomethyl ester 1.35+0.25 1.14£0.24 1.02 £0.19 0.81+0.14 0.78+£0.14 0.85+0.19 n.d. n.d.
Propane-1,2-diol 195+039 174+024 111018 108%020 098+0.17 086+014 100£0.14 1.78+0.28

Fold change: 580001 >250 0.67 - 1.50 <067 <040 [IEIOEGHN

(n.d., not detected)



